Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.005 Å; R factor = 0.046; wR factor = 0.103; data-to-parameter ratio = 17.4.
The molecular structure of the title compound, C 16 H 11 BrN 2 O 4 S, is very similar to that of the previously reported fluoro analogue [al-Rashida et al. (2010) . Acta Cryst. E66, o2707]. The mean planes of the bicyclic chromone system and the benzene ring of the benzothiadiazine derivative make a dihedral angle of 58.23 (8) . An intramolecular N-HÁ Á ÁO hydrogen bond occurs. In the crystal, molecules are linked into layers by N-HÁ Á ÁO and C-HÁ Á ÁO hydrogen bonds, generating an infinite two-dimensional network.
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Comment
The 1,2,4-benzothiadiazine-1,1-dioxide ring system is of considerable importance in medicinal and pharmaceutical chemistry (Zhu et al., 2005; Kamal et al., 2007a) . Novel products from reactions of 4-and 2-aminobenzenesulfonamide with 6-(un)substituted-4-oxo-4H-1-benzopyran-3-carboxaldehyde have already been reported by us (Mariya-al-Rashida et al., 2009 , 2010 . In continuation of our project, the crystal structure of the title compound is reported here (Fig. 1 ).
In the crystal structure, the two rings of the chromone system (Br1, O1, O4, C2-C10) are coplanar making a dihedral angle of 1.0 (2)°. The carbon atom C11 deviates from the mean plane of the chromone ring by 0.016 (4) Å. The phenyl ring (C12-C17) of the benzothiadiazine moiety and the atoms S1, N4 and C11 are almost planar as well (rms deviation = 0.007) and make a dihedral angle of 58.23 (8)° with the mean plane of the bicyclic chromone system. The crystal structure is stabilized by intra-and intermolecular N-H···O and C-H···O hydrogen bonds which link the molecules into an infinite two-dimensional network (Fig. 2) .
Experimental
A solution of 2-aminobenzenesulfonamide (1.0 mmol) in 10 ml e thanol was slowly added to the stirred solution of 6-bromo-4-oxo-4H-1-benzopyran-3-carboxaldehyde (1.0 mmol) containing catalytic amount of p-toluene sulfonic acid (p-TsOH) and refluxed for 3 hrs. The resulting product was isolated by filtration, washed with ethanol, dried and recrystallized from hot ethanol and acetone (1:1) (yield 77%, m.p. 496 K).
Refinement
The H atoms attached to N were located in a difference Fourier map and their coordinates were refined, with U iso (H) = 1.2U eq (N). The remaining H atoms were positioned geometrically with C-H = 0.93 and 0.98 Å for aromatic and methine H atoms, respectively, and constrained to ride on their parent atoms, with U iso (H) = 1.2U eq (C). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq S1 1.22103 (10) 0.73566 (10) Geometric parameters (Å, °) S1-O2 1.421 (2) C9-C10 1.375 (4) S1-O3 1.431 (2) O1-C2 1.345 (4) S1-N2 1.632 (3) C10-C4 1.468 (4) S1-C17 O2-S1-O3 119.01 (14) O4-C4-C10 123.3 (3) O2-S1-N2 108.16 (14) C3-C4-C10 114.2 (3) O3-S1-N2 107.20 (14) C2-C3-C4 120.3 (3) O2-S1-C17 109.63 (15) C2-C3-C11 122.8 (3) O3-S1-C17 109.16 (14) C4-C3-C11 117.0 (3) N2-S1-C17 102.36 (14) C3-C2-O1 125.2 (3) C11-N2-S1 112.9 (2) C3-C2-H2 117.4 C11-N2-H2A 111 (2) O1-C2-H2 117.4 S1-N2-H2A C16-C17-S1 120.5 (2) O4-C4-C3 122.5 (3) C12-C17-S1 118.4 (2)
Hydrogen-bond geometry (Å, °) 
